Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.053; wR factor = 0.169; data-to-parameter ratio = 14.2.
In the title compound, C 10 H 14 N 4 Á0.5H 2 O, the amino H atom of one of the two pyrazole rings is disordered over its two N atoms in a 1:1 ratio. The pyrazole rings are aligned at 60.1 (1) . In the crystal, two bipyrazolyl molecules are linked by an N-HÁ Á ÁN hydrogen bond, generating a dimer; the dimer is connected to the water molecule, which lies on a twofold rotation axis, resulting in the formation of a chain that makes an angle of ca 45.3 (1) with the ab plane. The chains are crosslinked by N-HÁ Á ÁO and O-HÁ Á ÁN interactions, forming a three-dimensional network.
Related literature
For general background to coordination compounds based on 3,5,3 0 ,5 0 -tetramethyl-1H,1 0 H-[4,4 0 ]bipyrazolyl, see: Boldog et al. (2001) ; Zhang & Kitagawa (2008 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 2002 ); cell refinement: SAINT (Bruker, 2002) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) The use of 3,5,3′,5′-tetramethyl-1H,1′H-[4,4′]bipyrazolyl has drawn strong interest in coordination chemistry (Zhang et al., 2008 , Boldog et al., 2001 ).
In the crystal structure of C 10 H 14 N 4 . 0.5H 2 O, the amino H atom of one of the two pyrazole rings is disordered over its two 
Refinement
H atoms bonded to N, and O atoms were located in a difference Fourier map and refined isotropically.
Other H atoms were positioned geometrically with C-H = 0.96 Å, and constrained to ride on their parent atoms with U iso (H) = 1.2Ueq(C).
Computing details
Data collection: SMART (Bruker, 2002 ); cell refinement: SAINT (Bruker, 2002) ; data reduction: SAINT (Bruker, 2002 );
program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008 Figure 1 The structure of the title compound, showing the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability level.
Figure 2
The chain structure formed through the nonbonding interactions.
3,5,3′,5′-Tetramethyl-4,4′-bi(1H-pyrazolyl) hemihydrate
Crystal data are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

